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The rapidly growing field of quantitative biology seeks to use biology's emerging technological and computational capabilities to model
biological processes. This textbook offers an introduction to the theory, methods, and tools of quantitative biology.Â  An introduction to
the quantitative modeling of biological processes, presenting modeling approaches, methodology, practical algorithms, software tools,
and examples of current research. Buying Options. Buying Options. Quantitative Ecology and Conservation Biology Conference aims to
bring together leading academic scientists, researchers and research scholars to exchange and share their experiences and research
results on all aspects of Quantitative Ecology and Conservation Biology Conference. It also provides a premier interdisciplinary platform
for researchers, practitioners, and educators to present and discuss the most recent innovations, trends, and concerns as


