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Genome Analysis - A Practical Approach
Edited by K.E. Davies
(Series editors: D. Rickwood and B.D. Hames)
IRL Press; Oxford,
192 pages. f27.00,

This book describes the available techniques for
cloning and analysing large pieces of DNA. The
book can be divided into two sections with the first
considering topics such as mammalian genome
transfer, chromosome jumping and pulsed-field
gels, whilst the second part discusses the ways in
which small alterations in DNA can be detected in,
for example, the mapping of complex genetic
traits.
All the chapters in the book are written clearly
but with a reasonable knowledge of molecular
biology assumed. Attention is given, where appropriate, to the possibility that the techniques
described may not give the desired result by the
provision of trouble shooting sections. This is particularly true of the chapter on pulsed-field gels by
Smith and co-authors, where the chapter is finished with a series of photographs of failed gels. I
am sure that some of these will be painfully
familiar to many readers, and possible remedies
are provided with each photo.
Chapters five and six deal with the ways in which
single base changes in DNA sequences can be
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detected. Much attention has been focussed recently on the PCR (polymerase chain reaction) not
least because of its use in the early detection of
viral disorders, including HIV infection. The
chapter on this exciting new development by Saiki
and others is complemented by the adjacent account of the use of ribonuclease cleavage to detect
single base changes in a method reminiscent of Sl
mapping: the PCR can make available sufficient
amounts of a particular sequence for this technique when amounts of material are limiting.
The final chapter by Eric Lander is a very
readable account of the problems encountered by
human gene mappers in the face of complex
genetic disorders. Incomplete penetrance, phenocopies and genetic heterogeneity are just some of
the issues discussed in this section.
Overall the book is well presented with a spiral
binding so it lies nice and flat for use at the bench.
Don’t spill your phenol on it though; at f27 a copy
it is not cheap!
Keith Dudley

Molecular Basis of Inherited Disease
By K.E. Davies and A.P. Read
IRL Press; Oxford,
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77 pages. ES.95

The complexity of DNA technology has produced
a flourish of excellent large laboratory manuals
often lacking introductory theory and summaries
of techniques.
Medical and science students and newcomers in
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research often need to grasp new methods such as
the polymerase chain reaction, disease gene tracking etc. and this book aims to give such students an
understandable
view of the strategy of the
molecular investigation of genetic disease. It is a
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